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<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 2115 

<212> DNA 

<213> homo sapiens 



<400> 1 

atgatcgccc ggtgcctttt ggctgtgcga agcctccgca gagttggtgg ttccaggatt 60 

ttactcagaa tgacgttagg aagagaagtg atgtctcctc ttcaggcaat gtcttcctat 120 

actgtggctg gcagaaatgt tttaagatgg gatctttcac cagagcaaat taaaacaaga 180 

actgaggagc tcattgtgca gaccaaacag gtgtacgatg ctgttggaat gctcggtatt 240 

gaggaagtaa cttacgagaa ctgtctgcag gcactggcag atgtagaagt aaagtatata 3 00 

gtggaaagga ccatgctaga ctttccccag catgtatcct ctgacaaaga agtacgagca 3 60 

gcaagtacag aagcagacaa aagactttct cgttttgata ttgagatgag catgagagga 42 0 

gatatatttg agagaattgt tcatttacag gaaacctgtg atctggggaa gataaaacct 480 

gaggccagac gatacttgga aaagtcaatt aaaatgggga aaagaaatgg gctccatctt 540 

cctgaacaag tacagaatga aatcaaatca atgaagaaaa gaatgagtga gctatgtatt 600 

gattttaaca aaaacctcaa tgaggatgat accttccttg tattttccaa ggctgaactt 660 

ggtgctcttc ctgatgattt cattgacagt ttagaaaaga cagatgatga caagtataaa 720 

attaccttaa aatatccaca ctatttccct gtcatgaaga aatgttgtat ccctgaaacc 780 

agaagaagga tggaaatggc ttttaataca aggtgcaaag aggaaaacac cataattttg 840 

cagcagctac tcccactgcg aaccaaggtg gccaaactac tcggttatag cacacatgct 900 

gacttcgtcc ttgaaatgaa cactgcaaag agcacaagcc gcgtaacagc ytttctagat 960 

gatttaagcc agaagttaaa acccttgggt gaagcagaac gagagtttat tttgaatttg 1020 

aagaaaaagg aatgcaaaga caggggtttt gaatatgatg ggaaaatcaa tgcctgggat 1080 

ctatattact acatgactca gacagaggaa ctcaagtatt ccatagacca agagttcctc 1140 

aaggaatact tcccaattga ggtggtcact gaaggcttgc tgaacaccta ccaggagttg 1200 

ttgggacttt catttgaaca aatgacagat gctcatgttt ggaacaagag tgttacactt 1260 

tatactgtga aggataaagc tacaggagaa gtattgggac agttctattt ggacctctat 1320 

ccaagggaag gaaaatacaa tcatgcggcc tgcttcggtc tccagcctgg ctgccttctg 1380 

cctgatggaa gccggatgat ggcagtggct gccctcgtgg tgaacttctc acagccagtg 1440 

gcaggtcgtc cctctctcct gagacacgac gaggtgagga cttactttca tgagtttggt 1500 

cacgtgatgc atcagatttg tgcacagact gattttgcac gatttagcgg aacaaatgtg 1560 

gaaactgact ttgtagaggt gccatcgcaa atgcttgaaa attgggtgtg ggacgtcgat 1620 

tccctccgaa gattgtcaaa acattataaa gatggaagcc ctattgcaga cgatctgctt 1680 

gaaaaacttg ttgcttctag gctggtcaac acaggtcttc tgaccctgcg ccagattgtt 1740 

ttgagcaaag ttgatcagtc tcttcatacc aacacatcgc tggatgctgc aagtgaatat 1800 

gccaaatact gctcagaaat attaggagtt gcagctactc caggcacaaa tatgccagct 1860 

acctttggac atttggcagg gggatacgat ggccaatatt atggatatct ttggagtgaa 1920 

gtattttcca tggatatgtt ttacagctgt tttaaaaaag aagggataat gaatccagag 1980 

gttggaatga aatacagaaa cctaatcctg aaacctgggg gatctctgga cggcatggac 2 040 

atgctccaca atttcttgaa acgtgagcca aaccaaaaag cgttcctaat gagtagaggc 2100 

ctgcatgcty cgtga 2115 



<210> 2 



<211> 704 
<212> PRT 
<213> homo sapiens 



<400> 2 



Met 


lie 


Ala 


Arg 


Cys 


Leu 


Leu 


Ala 


1 








5 








Gly 


Ser 


Arg 


lie 


Leu 


Leu 


Arg 


Met 








20 










Pro 


Leu 


Gin 


Ala 


Met 


Ser 


Ser. 


Tyr 






35 










40 


Arg 


Trp 


Asp 


Leu 


Ser 


Pro 


Glu 


Gin 




50 










55 




lie 


Val 


Gin 


Thr 


Lys 


Gin 


Val 


Tyr 


65 










7 0 






Glu 


Glu 


Val 


Thr 


Tyr 


Glu 


Asn 


Cys 










85 








Val 


Lys 


Tyr 


lie 


Val 


Glu 


Arg 


Thr 








100 










Ser 


Ser 


Asp 


Lys 


Glu 


Val 


Arg 


Ala 






115 










120 


Leu 


Ser 


Arg 


Phe 


Asp 


lie 


Glu 


Met 




130 










135 




Arg 


lie 


Val 


His 


Leu 


Gin 


Glu 


Thr 


145 










150 






Glu 


Ala 


Arg 


Arg 


Tyr 


Leu 


Glu 


Lys 










165 








Gly 


Leu 


His 


Leu 


Pro 


Glu 


Gin 


Val 








180 










Lys 


Arg 


Met 


Ser 


Glu 


Leu 


Cys 


lie 






195 










200 


Asp 


Asp 


Thr 


Phe 


Leu 


Val 


Phe 


Ser 




210 










215 




Asp 


Asp 


Phe 


lie 


Asp 


Ser 


Leu 


Glu 


225 










230 






lie 


Thr 


Leu 


Lys 


Tyr 


Pro 


His 


Tyr 










245 








lie 


Pro 


Glu 


Thr 


Arg 


Arg 


Arg 


Met 








2 60 










Lys 


Glu 


Glu 


Asn 


Thr 


lie 


lie 


Leu 






275 










280 


Lys 


Val 


Ala 


Lys 


Leu 


Leu 


Gly 


Tyr 




290 










295 




Glu 


Met 


Asn 


Thr 


Ala 


Lys 


Ser 


Thr 


305 










310 






Asp 


Leu 


Ser 


Gin 


Lys 


Leu 


Lys 


Pro 










325 








lie 


Leu 


Asn 


Leu 


Lys 


Lys 


Lys 


Glu 








340 










Asp 


Gly 


Lys 


lie 


Asn 


Ala 


Trp 


Asp 






355 










360 


Glu 


Glu 


Leu 


Lys 


Tyr 


Ser 


lie 


Asp 




370 










375 




Pro 


lie 


Glu 


Val 


Val 


Thr 


Glu 


Gly 


385 










390 






Leu 


Gly 


Leu 


Ser 


Phe 


Glu 


Gin 


Met 










405 








Ser 


Val 


Thr 


Leu 


Tyr 


Thr 


Val 


Lys 








420 










Gly 


Gin 


Phe 


Tyr 


Leu 


Asp 


Leu 


Tyr 






435 










440 


Ala 


Ala 


Cys 


Phe 


Gly 


Leu 


Gin 


Pro 




450 










455 





Val 


Arg 


Ser 


Leu 


Arg 


Arg 


vai 


tjiy 




1 A 
1 U 










Id 




Thr 


Leu 


Gly 


Arg 


Glu 


TT_ 1 

Val 


Met 


Ser 


2 5 










*) A 






Thr 


Val 


Ala 


Gly 


Arg 


Asn 


Val 


Leu 










A C 

4 O 








He 


Lys 


Thr 


Arg 


Thr 


Glu 


Glu 


Leu 








o U 










Asp 


Ala 


Val 


Gly 


Met 


Leu 


Gly 


lie 






/ D 










Q A 


Leu 


Gin 


Ala 


Leu 


Ala 


Asp 


Val 


Glu 




A A 










y o 




Met 


Leu 


Asp 


Phe 


Pro 


Gin 


His 


x 7_ T 

Val 


105 










110 






Ala 


Ser 


Thr 


Glu 


Ala 


Asp 


Lys 


Arg 










IOC 

12 5 








Ser 


Met 


Arg 


Gly 


Asp 


lie 


Phe 


Glu 








1 A C\ 

14 U 










Cys 


Asp 


Leu 


Gly 


Lys 


lie 


Lys 


Pro 






ICC 

lbb 










1 C A 
1 D U 


Ser 


He 


Lys 


Met 


Gly 


Lys 


Arg 


Asn 




17 0 










1 /o 




Gin 


Asn 


Glu 


He 


Lys 


Ser 


Met 


Lys 


185 










190 






Asp 


Phe 


Asn 


Lys 


Asn 


Leu 


Asn 


Glu 










2 05 








Lys 


Ala 


Glu 


Leu 


Gly 


Ala 


Leu 


Pro 








22 0 










Lys 


Thr 


Asp 


Asp 


Asp 


Lys 


Tyr 


Lys 






235 










"~l A A 


Phe 


Pro 


Val 


Met 


Lys 


Lys 


Cys 


Cys 




OCA 

Z O U 










Zoo 




Glu 


Met 


Ala 


Phe 


Asn 


Thr 


Arg 


Cys 


2 6 5 










OTA 

Z 1 u 






Gin 


Gin 


Leu 


Leu 


Pro 


Leu 


Arg 


Thr 










2 85 








Ser 


Thr 


His 


Ala 


Asp 


Phe 


Val 


Leu 








300 










Ser 


Arg 


Val 


Thr 


Ala 


Phe 


Leu 


Asp 






315 












Leu 


Gly 


Glu 


Ala 


Glu 


Arg 


Glu 


Phe 




33 0 










O T C 

3 35 




Cys 


Lys 


Asp 


Arg 


Gly 


Phe 


Glu 


Tyr 


345 










n r a 

J b 0 






Leu 


Tyr 


Tyr 


Tyr 


Met 


Thr 


Gin 


Thr 










JO J 








Gin 


Glu 


Phe 


Leu 


Lys 


Glu 


Tyr 


Phe 








380 










Leu 


Leu 


Asn 


Thr 


Tyr 


Gin 


Glu 


Leu 






395 










400 


Thr 


Asp 


Ala 


His 


Val 


Trp 


Asn 


Lys 




410 










415 




Asp 


Lys 


Ala 


Thr 


Gly 


Glu 


Val 


Leu 


425 










430 






Pro 


Arg 


Glu 


Gly 


Lys 


Tyr 


Asn 


His 










445 








Gly 


Cys 


Leu 


Leu 


Pro 


Asp 


Gly 


Ser 



460 




Arg 


Met 


Met 


Ala 


vai 


A±a 


Ala 


Leu 


vai 


vai 


Asn 


rue 


Ser 


Ljin 


Pro 


vai 


465 










47 0 










4/3 










/i on 
4 o U 


Ala 


Gly 


Arg 


Pro 


Ser 


Leu 


Leu 


Arg 


His 


Asp 


(jiU 


vai 


Arg 


i nr 


Tyr 


irne 










485 










4y u 










4 y 3 




His 


Glu 


Phe 


(jiy 


His 


Val 


Met 


His 


(jin 


i±e 


Cys 


Aia 


bin 


i nr 


Asp 


rile 








r A A 

50 0 










ci r\ a 










CIA 
3 ±0 






Ala 


Arg 


Phe 


Ser 


Gly 


Thr 


Asn 


Val 


Glu 


Thr 


Asp 


Phe 


vai 


(j-LU 


vai 


Pro 






515 










con 










c o c 
3Z 3 








Ser 


Gin 


Met 


Leu 


GlU 


Asn 


Trp 


val 


Trp 


Asp 


vai 


Asp 


Ser 


Leu 


Arg 


Arg 




c T r\ 










J JD 










c /i n 
D4 U 










Leu 




Lys 


ril S 


Tyr 


Lys 


Asp 




Ser 


Pro 


lie 


Ala 


Asp 


Asp 


Leu 


Leu 


3 43 










c; c: n 
3D U 










3 33 










3 o u 


Glu 


Lys 


Leu 


vai 


A "1 ■=> 

Ala 


Ser 


Arg 


Leu 


vai 


Asn 


i nr 


briy 


Leu 


Leu 


rp"U 

i nr 


Leu 










C C CZ. 

jOj 










3/0 










3/3 




Arg 




Tl a 

lie 


vai 


Leu 


Ser 


Lys 


vai 


Asp 


bin 


Ser 


Leu 


rllS 


i nr 


Asn 


i nr 








58 0 










C Q C 

585 










5y o 






Ser 


Leu 


Asp 


Ala 


A 1 — . 

Ala 


Ser 


Glu 


Tyr 


A "1 — 

Ala 


Lys 


Tyr 


Cys 


Ser 


CjlU 


lie 


Leu 






C" o c 

5 9 5 










f- r\ r\ 
QUO 










c. r\ c 
b 0 3 








Gly 


Val 


Ala 


Ala 


Thr 


Pro 


Gly 


Thr 


Asn 


Met 


Pro 


Ala 


Thr 


Phe 


Gly 


His 




61U 










blD 










bzU 










Leu 


Ala 


Gly 


Cjiy 


Tyr 


Asp 




Ljin 


Tyr 


Tyr 


oiy 


Tyr 


Leu 


Trp 


Ser 


r* 1 n 
blU 


£T *") C 
DZ J 










OjU 










tic 
DO 3 










O 4 U 


vai 


Phe 


Ser 


Met 


Asp 


Met 


Pne 


Tyr 


Ser 


Cys 


Phe 


Lys 


Lys 


bill 


Cjiy 


lie 




















a c n 
boO 










D 3 3 




Met 


Asn 


Pro 


Glu 


Val 


Gly 


Met 


Lys 


Tyr 


Arg 


Asn 


Leu 


He 


Leu 


Lys 


Pro 








660 










665 










670 






Gly 


Gly 


Ser 


Leu 


Asp 


Gly 


Met 


Asp 


Met 


Leu 


His 


Asn 


Phe 


Leu 


Lys 


Arg 






675 










680 










685 








Glu 


Pro 


Asn 


Gin 


Lys 


Ala 


Phe 


Leu 


Met 


Ser 


Arg 


Gly 


Leu 


His 


Ala 


Pro 




690 










695 










700 











l%? <210> 3 

<211> 6306 
W <212> DNA 

^ <213> homo sapiens 

M 

|U <400> 3 

cgtgatcttg gctcactgca gcctctgcct 

E ,= f cacctgatgc ctcagacagt ggttcaaatt 

^ tcccatttca ggtgtcgtaa gcttgaattc 

tctcagcgct cccatgatcg cccggtgcct 

tggttccagg attttactca gaatgacgtt 

aatgtcttcc tatactgtgg ctggcagaaa 

aattaaaaca agaactgagg agctcattgt 

aatgctcggt attgaggaag taacttacga 

agtaaagtat atagtggaaa ggaccatgct 

agaagtacga gcagcaagta cagaagcaga 

gagcatgaga ggagatatat ttgagagaat 

gaagataaaa cctgaggcca gacgatactt 

tgggctccat cttcctgaac aagtacagaa 

tgagctatgt attgatttta acaaaaacct 

caaggctgaa cttggtgctc ttcctgatga 

tgacaagtat aaaattacct taaaatatcc 

tatccctgaa accagaagaa ggatggaaat 

caccataatt ttgcagcagc tactcccact 

tagcacacat gctgacttcg tccttgaaat 

agcytttcta gatgatttaa gccagaagtt 

tattttgaat ttgaagaaaa aggaatgcaa 

caatgcctgg gatctatatt actacatgac 

ccaagagttc ctcaaggaat acttcccaat 

ctaccaggag ttgttgggac tttcatttga 

gagtgttaca ctttatactg tgaaggataa 

tttggacctc tatccaaggg aaggaaaata 



ccytggttca agcgattctc ctgcttcagc 60 

aatacgactc actataggga gacttctttc 120 

aataactata acggtcctaa ggtagcgaag 180 

tttggctgtg cgaagcctcc gcagagttgg 240 

aggaagagaa gtgatgtctc ctcttcaggc 3 00 

tgttttaaga tgggatcttt caccagagca 3 60 

gcagaccaaa caggtgtacg atgctgttgg 420 

gaactgtctg caggcactgg cagatgtaga 480 

agactttccc cagcatgtat cctctgacaa 540 

caaaagactt tctcgttttg atattgagat 600 

tgttcattta caggaaacct gtgatctggg 660 

ggaaaagtca attaaaatgg ggaaaagaaa 720 

tgaaatcaaa tcaatgaaga aaagaatgag 7 80 

caatgaggat gataccttcc ttgtattttc 840 

tttcattgac agtttagaaa agacagatga 900 

acactatttc cctgtcatga agaaatgttg 960 

ggcttttaat acaaggtgca aagaggaaaa 1020 

gcgaaccaag gtggccaaac tactcggtta 1080 

gaacactgca aagagcacaa gccgcgtaac 1140 

aaaacccttg ggtgaagcag aacgagagtt 12 00 

agacaggggt tttgaatatg atgggaaaat 12 60 

tcagacagag gaactcaagt attccataga 1320 

tgaggtggtc actgaaggct tgctgaacac 13 80 

acaaatgaca gatgctcatg tttggaacaa 1440 

agctacagga gaagtattgg gacagttcta 1500 

caatcatgcg gcctgcttcg gtctccagcc 1560 
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tggctgcctt ctgcctgatg gaagccggat gatggcagtg gctgccctcg tggtgaactt 1620 

ctcacagcca gtggcaggtc gtccctctct cctgagacac gacgaggtga ggacttactt 1680 

tcatgagttt ggtcacgtga tgcatcagat ttgtgcacag actgattttg cacgatttag 1740 

cggaacaaat gtggaaactg actttgtaga ggtgccatcg caaatgcttg aaaattgggt 1800 

gtgggacgtc gattccctcc gaagattgtc aaaacattat aaagatggaa gccctattgc 1860 

agacgatctg cttgaaaaac ttgttgcttc taggctggtc aacacaggtc ttctgaccct 1920 

gcgccagatt gttttgagca aagttgatca gtctcttcat accaacacat cgctggatgc 1980. 

tgcaagtgaa tatgccaaat actgctcaga aatattagga gttgcagcta ctccaggcac 2040 

aaatatgcca gctacctttg gacatttggc agggggatac gatggccaat attatggata 2100 

tctttggagt gaagtatttt ccatggatat gttttacagc tgttttaaaa aagaagggat 2160 

aatgaatcca gaggttggaa tgaaatacag aaacctaatc ctgaaacctg ggggatctct 222 0 

ggacggcatg gacatgctcc acaatttctt gaaacgtgag ccaaaccaaa aagcgttcct 2280 

aatgagtaga ggcctgcatg ctycgtgaac tggggatctt tggtagccgt ccatgtctgg 2340 

aggacaagtc gacatcacca tgtgttactg gcctggaaac tgaagggagt tttgcaagtg 240 0 

aaaatttaga tttctattga catccttttg ttttctaatt ttaaaaatta taaagatgta 2460 

aatggaatta taaatactgt gacctaagaa aagacccact agaaagtaat tgtactataa 2520 

aatttcataa aactggattt gatttctttt tatgaaagtt tcatatgaat gtaacttgat 2580 

tttttactat tataatctag ataatatgat ataagagggc taagaatttt taaattgaat 2640 

catatatatg atataatttg atccttcttg tatcttgaag ttttgtactt gggatttctg 2700 

gactgataaa tgaatcatca cattcttctg gtaaatattt tcttggagct ctgtgtcaac 2760 

tttgatcctt tgtctcccag gaaggtgtga cctctccttt gcctgcatac ctcaaggcca 2820 

ggggaatatg cctcagtgat gcatttatct ttgtatatca ggccgcatga ttcccaactt 2880 

tctgccacac ttaaattacg ttcctccatt tcagttttgt cttttctgtc taaagttcag 2940 

tcaaagagta tcaaaaaatt atgtttcagc tagactggtg taatgtataa gtttttgtat 3000 

Q cttgtattag aggatttcgt agcttttatt agaggctcat ttccacctca gcatacaaga 3060 

\Q tcgttagtct tttggcatgt gtgccaatta gaatactaaa gcaagtccaa gcacattttt 3120 

03 ctcttctcac gtttctaata agtgttaggg actttgcctc ttttacttac cacgtcccca 3180 

jV| aaagtgtcag gtagacatgt cacaaatggc tctgtagaga gccatgggaa gagagaggag 324 0 

iVl gtggatgtgg aacataaagg gttcagaaac tccagaagag gagtgggttt tggatagaag 3300 

*fi catttgagga cagctgctcc aaagccttat gtgtatgatg aaacttaacc acggggaaga 3360 

N gactcttcag tagcctgttc tgtctggtga tttttatttt aagtgaacct ttggatctat 342 0 

(9 ctttaactct ctttattgtg agtctaaatt ccaattctgc agcagatcag taaactcaca 3480 

|y gtatttttcc tgtggaaatc tattcaataa ggaaaccaag acaggataat aaaatttaaa 3540 

aaaaaaacaa ctttgaattc ccctgcctag gtcttccagt tgttttccag cgcatacctc 3600 

aggtatgact ttgctagccg gggacaaaat tagcaccttc cgattctcta gtccaaatga 3 66 0 

*~ actttgtgct aaataaaaaa ttattatact acataataaa gttacagata gcaggaaatg 372 0 

caagagctag gagattccta gattatatct gccaagcaaa taccttaaac atccacctga 3780 

H aatcctacta ccccctcttc tgagataatt tgcccagccc ttctcttccc acacactcac 3840 

|y tcaatgtcac ccccttctaa tccccaaaac tgtttttgtg gtctttgtag cctatagtag 3900 

{□ ttttctcaca tctttccccc tagacttttc tgtttttcag tttcagacaa aaaaactctt 3960 

ri cagctttttc cagtgtgtct ccttaacagt aactttacca cttgaaatct tatttcatag 4020 

aaaaactaaa ttggtgtgga aaggctgcac acaataaagt tatattatta tccatgaaaa 4080 

tgaactcata tttctttcat actttaacgt taaaaccgaa atgcatgaga gcaaaagcac 4140 

catggtgttc tttctattta gggcctacct ctaatattta aaatctacca aagagcagtc 4200 

acaaaattaa aactcagccc gggcgcagtg gctcatgcct gtaatcccag cactttggga 4260 

ggccaaggca ggaggatcac ctgaggtcag agttcaagac cagcatggtc aacatggtga 432 0 

aaccctgtct ctacaaaaat acaaaaagct gggcatgatg ttgggttcct gtagtcccag 4380 

ctacttagga ggctgaggca ggagaatagc ttgaacccgg gaggtggagg ttgcagtgag 4440 

ctgagatcat gccattgcac tccagcctgg acgacagagt gagattcagt ctcaaaaaaa 4500 

attaatactc aaagaattat ctagcataat ttaaaagaaa ggacttttta aaaattctct 4560 

agcataattc aaaagaaagg acttaacttt tttttttttt tagtgtggtc atccgtctag 4620 

ttgttctttt tttccagatc agagcagaga atatcactga catgcttgaa atggtggata 4680 

actatgtaaa ttgtaattgg acaaatgtac actttagatt tatggactga gccacatata 4740 

ataaggtctc tcctggtaat tgatccaggg gatttaggcc tctttcgggt tttttgtttt 4800 

ttttttaggc attgttatgt tgtgaaggat aaaatcttca acatcttatg caaatggata 4860 

gtaggcatga tcctaaaggt ttagttttac gatgctgcag agaagagaaa tgtcttgacg 492 0 

ttttgccacc tgatgtagac tttgtccccc tctagtataa atgttgcatg ttacctagat 4980 

aaacaactaa aaattgcctt gagttatcac ctgagctact tatgccaagg tcttgccttt 5040 

ctaaagctaa taaggtgaga ggtggatatc tgtagctctt cggatgaaaa attgcattgt 5100 

gggagatacc aaaattgagg aaatagctct tcaaagaaaa attactgata tgatcattgt 5160 

acttgtaaat gccttaagta gcaggcagtg actcaatttt ctactttacc attttacctt 5220 

tagcttttat gtatgaatta taggtctgtg gagattctgc ctccccacta ggccagtgtg 5280 

tgtttaccat ttattcattt tctatcatac acaggtggat taaaatttac attaaaattt 5340 
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acattaaaat accatcatac ttcaggcttc tataacaaaa tatcagactg ggtggcttca 5400 

aaagcagaca tttcttacag ttctggaagc tgggaagtcc cacaatccac atgctggtaa 5460 

atttggttcg tggtgaggcc cctcttcctc ttttactgac cacatcccca aaagtgtcag 5520 

gtagacatgt tacaaatagc tctgtagaga gccatgggaa gagacaggag gcagatgtgg 558 0 

aacataaagg gtttagaaac ttctgcaggc agcagtggca gggagcaagc cctagagtgt 564 0 

ctctttttac gagagcagga atcccatcat gagagttcct tcctcatgac tttatctaaa 5700 

cccagtcacc cccaacaaag gccccacccc ctaaccccat cacattggct gttacggctt 5760 

caatgtaggg gatggggcac aaacattcag tccataacga atactgattc ctcaaatagg 582 0 

gtttaaacat agttaactga gcccccaaag aatgttaaaa gagaaaatcc attttatttg 5880 

aatagatgca gtgaccacag cttcttccct caaatcaaca cattacagtt agatgtctcc 5940 

catctgaaat tggatagccc actgaaattg aacatgcctt ctcttataaa tgtgtggtga 6000 

gaataaaagc aacaaagaaa tgaatgtggt ggctcacacc tgtaatccta acactttgga 6060 

aggttgaggc aggaggatcc tttgtgctca agagtttgag accagcctga gcaacacagt 612 0 

gagaccctgt ctctacaaaa actaaaaaaa ttagctaggg atggtggcac atgcctgtag 6180 

tcccagctac ttgggaggct gaggtgggag gattgcttga gcccaagaag gtcaaggctg 6240 

ccatgagcca taatcacgcc actgcactcc agcctgggtg acagagaccc tgtcttaaaa 630 0 

taaaat 6306 
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